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For sustainable utilization of diversed bio-resources in the sea, it is critical to
accumulate the basic knowledge on ecology, physiology and systematics of the
organisms in the target habitat. Our laboratory is conducting research mainly on teleosts,
with special emphasis on the relationship between organisms and environment. Our goal
is to contribute to the effective utilization of bioresources of the sea, without adversely
affecting the biodiversity.
In our laboratory, acquiring comprehensive knowledge on various teleosts, as well as
on the sea itself, is strongly recommended, regardless of thesis subject. For this purpose,
most students start their study using live fish or conducting field sampling. A significant
number of graduates from our laboratory are working on research on marine organisms
and/or the sea, belonging to national and prefectural institutes.
Physiological understanding of morphological abnormality in artificially reared juveniles
Symmetrical larvae of flatfishes transform into
asymmetrical juveniles during metamorphosis.
However, some individuals, sometimes greater than
50%, failed to construct normal body shape due to
inadequate rearing conditions. As shown in the figure
for example, occurrence of “symmetrical flatfish”,
having pigments on both sides, or lacking pigments on
neither side, is a serious issue in aquaculture.
Malformation of bones are also widely known in other
teleost. We are trying to clarify the formation
mechanism of such morphological abnormalities through
rearing experiment, based on endocrinology and
developmental biology.

Genetic population structure and species diversity of fishes
The elucidation of species diversity and genetic diversity of fishes is essential for marine stock
management and enhancement. This laboratory investigates intraspecific population structure,
cryptic species, phylogeography, secondary contact of diversified lineages, or interspecific
hybridization and introgression using molecular tools. Our species of interest are mainly temperate
coastal marine fishes inhabiting western Japan and the Korean Peninsula.
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